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Tkke efficiency of two  simplified  methods of selecting size in has 
studied. These methods, a of t w c  

have that used all 
the foundation until the 

The has of matings, 
of coincidence of to the next 
of lost when the simplified  methods used. 
An analysis of of the methods to changes in genetic was also 

of 18 and 14 lines size at 
weaning used,  and the was studied in 17, 18 one line, 
and  13,14 of the The in the context of 

study,  with  non to be selected 
and fixed effects. 

' The the using  all 
the and 0.90,  and the 

loss between O and 0.17,  being the 
i The methods of 

words: simplified , 

size at weaning have been the of choice to select specialized  dam 
lines in meat The methods  of  selection  commonly  used a family index 

et al., 1984) 
model  (Estany et al., is that only takes into 
account the data of the to be selected  and the one, it is done by the 
family index. of 

to select does size in genetic gains almost 
negligible and less than 12% et al., 1985;  Estany,  1987).  Thus, the use  of a 

allows to save is of 
computing facilities 

by AGF94-0577 (Spain). 
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of by models is quickly 
expanding to many species involved in 1990), 
and the aim of this is the the and 
a family index oftenly used to select size in The be made on 
the efficiency to select the the best  females,  analyzing this efficiency in two 
consecutive of two lines of have selection on size 

a long time. 

Weaning size of two lines of A and V used, including 
all of  the does the foundation of the lines until 18 in line A, and 

14 in line V. 
Line A has been  selected on et al., 1984), and line V on a 

(Estany et al., 1989) size at weaning,  being the in non 
The family  index  took into account, to values of 

individuals of  the last the own doeis to be evaluated) and the 
of the dam, full sibs and half sibs. The individuals of the last 

the the founding fixed 
effects of the doe  when it became 
effects additive values of the animals. An 
of 0.136 and of 1982) the used to 
actually run the family index and the in to evaluate the matings. 

of  the best  matings  was  selected  to  make up the next The genetic 
value of a mating was computed the of the values male 
and the doe of  the mating. The selection of a of  the 
females had two and  then the of matings  selected  was 0.25 but when 
the of females its this 0.33. Thus, we 

steps in  the selection the of 0.25 and the last 
one with  0.33. 

methods of genetic  values of matings in the two steps 
of selection of 17, 18 of line A, and  13, 14 of line V. The methods the 
f m i l y  index, the reduced Bhp, on all (complete 

foundation of the line to the moment of selecting the of the best 
matings. To the methods sets of called A, B, C, 
and used. The set to the to select. The and 

sets estimates line A and V got analyzing the totality of data 
(Gómez,  unpublished). The sets like and  a set, the C  set, 

was used in line A, in to check the the methods  with 
The A, B and C sets used in line A, and the sets A  and in line V. 

sets used. 

h’ 

0.200 0.180 O. 180 0.125 

0.136  0.140  0.100  0.064 

The size of the lines 120 9 and  25 3, but gives the 
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of animals of the involved in the of methods óf evaluation,  and the 
of at each  one  of the two  steps  of  selection. 

to study the of the be made 
between of the matings, the of the 
methods and genetic compute the losses in 

genetic value when  a  simplified  method is used  instead of a complete 

at each step of selection  in the lines indicated. 

Generation 

Number of animals 

at fimt step 

at last step 

the two  simplified  methods  of  evaluating  matings, shows that 
the and the family  index  gave the the to 
the matings was the by each  method. 

TAB1 

Generation 

Gen Param’ 

First 

Genetic 

E of of 
and  a  family  index  in the and the last  steps of selection. 

A 

17 14 13 18 

A 

0.97  0.98  0.98  0.98 0.98  0.98  0.99  0.97  0.98  0.98 

0.99  0.99 .0.98 0.97  0.99  0.99  0.99  0.98  0.98  0.98 

A B C A  B 

The genetic than 0.97. 
obtained by et al. (1985) and by Estany (1987) when the 

the methods  was  made  on the basis of genetic evaluations 
of individuals instead of the family index and the 

lies in the fixed effects  taken  into  account by the and not by 
the index. These effects seem  to be matings when the 

non the animals housed  in the the females go 
the same physiological  states.  Given the 

family index, we will 
on of matings .at the two steps of 

selection within  method of 0.79 and 0.92, being 
the modal value 0.85. in the of matings 
between the and last step of selection.  Consequently it is sensible  to select 
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of matings at the beginning. We must  note  that the 
sets the same,  what is a indication of values 
complete and  family index in 17 of line A and 
13 of  line The maximum is 18 of line A, being the 

0.05 than family  index. This the 
at step 

of matings at and 
the last steps of selection  with  a  complete and  a family index. 

V A 

Generation 

A GenPamm' 

14 13 18  17 

B C A  B 

0.91  0.92  0.85  0.85 0.84  0.84  0.84  0.80  0.80  0.79 F m  

0.90  0.91  0.82  0.83 0.86  0.86  0.86  0.85  0.85  0.85 

Genetic Set. 

and a family index at last  step of selection. 

I A I V 

Generation 17 

A B C  Gen Parsun' A 

14 13 18 

B 
~ ~~~ ~~~ 

0.91 0.89 0.90 0.90 0.87 

0.93 0.91 0.89 0.90 0.87 

0.66 0.63 0.81 0.84 0.78 

0.86 0.84 0.90 0.90 0.90 

I Fint I 0.17 0.14  0.15  0.01  0.02  0.04 

I I 0.08 0.07 0.09  0.04  0.04 0.05 
- Genetic Set. 

0.95 0.92 0.86 0.79 

0.95 0.93 0.90 0.84 

0.86 0.86 0.76 0.62 

0.90 0.88 0.84 0.78 

0.06 0.07 -0.03 0.08 

0.04  0.06  0.10  0.17 

2' .- of matings. 
'.- Coincidence of selected  matings  between  both  methods. 
'.- Loss using the family  index  instead of the complete 

To analyze the loss of efficiency  when  selection is made  on of a family 
index instead of a complete shows the value  of the between 

of matings got each  method, the of coincidence of matings that 
selected in both  methods  and the of using the simplified 
method. The always  equal the last step, when 

to  evaluate,  than at the step  of  selection. The values oftenly than 
0.90. The minimum is 0.79 14 of line V and the lowest value of 
The coincidence between 0.62 and 0.86 at step of selection, and between 0.78 
and 0.90 at the second. due  to the at the last step (Estany, 
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1987; et al., 1985) the of accumulated 
at this moment. The losses using the equal 
than 0.17, being the 0.05-0.06. obtained by et 
al. (1985) and  Estany (1987). The loss of efficiency is actually low negligible. 

us  about  how the methods  to  evaluate  genetically the matings 
genetic show that the 

methods 1976). 

V1.- the sets of genetic 
in a complete and in a  family  index  at last step of selection. 

r 
13 14 17 18 Generation 

A 

t 

GenParam’ CB CA BA CB CA BA 

I Bhp I 0.999  0.995  0.992  0.999 0,996 0.993 I 0.988  0.976 

. Fhd 

0.000 0.006 0.006 0.000 0.000 0.000 

0.000 0.006  0.006 0.000 0.000 Blup 

1.000  0.941  0.941  0.980 1.000 0.980 Fhd 

1.000  0.941  0.941  0.980 1.000 0.980 Blup 

0.999  0.995  0.992  0.999 0,996 0.993 

.- Genetic sets 

0.988 0.976 

0.958 0.880 

Oi958 0.880 

0.010 0.032 

0.010 0.032 

the 
Coincidence of sets. 

‘.- loss the set instead of the second one. 
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